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(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

Gly lie Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala Phe 
15 10 15 

Val Gly Glu lie Met Asn Ser 
20 
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(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Gly Met Ala Ser Lys Ala Gly Ala lie Ala Gly Lys lie Ala Lys Val 
15 10 15 

Ala Leu Lys Ala Leu 
20 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

Gly lie Gly Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala Phe 
15 10 15 

Val Lys lie Leu Asn Ser 
20 

(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

Lys lie Ala Gly Lys lie Ala Lys He Ala Gly Lys He Ala Lys He 
15 10 15 

Ala Gly Lys He Ala 
20 

(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

Lys Arg Lys Arg Ala Val Lys Arg Val Gly Arg Arg Leu Lys Lys Leu 
15 10 15 

Ala Arg Lys lie Ala Arg Leu Gly Val Ala Phe 
20 25 

(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 
{ D ) TOPOLOGY : 1 inear 



(ix) FEATURE: 

(A) NAME / KEY : CDS 

(B) LOCATION: 1 . . 72 

(ix) FEATURE: 

(A) NAME / KEY : mat_peptide 

(B) LOCATION: 1. .72 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

ATG GGC ATC GGA AAG TTC CTT CAC AGT GCA AAG AAG TTC GGA AAG GCC 4 8 

Met Gly lie Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala 
15 10 15 

TTC GTG GGT GAG ATC ATG AAC AGT TAA 7 5 

Phe Val Gly Glu lie Met Asn Ser 
20 



(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Met Gly lie Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala 
15 10 15 

Phe Val Gly Glu lie Met Asn Ser 
20 

(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 




-4- 

(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1..6 9 

(ix) FEATURE: 

(A) NAME /KEY : mat_peptide 

(B) LOCATION: 1..6 9 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

ATG GGA ATC GGC AAG TTC CTC AAG AGC GCA AAG AAG TTT GGC AAG GCC 4 8 

Met Gly lie Gly Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala 
15 10 15 

TTC GTG AAG ATC CTG AAC TCC TAA 72 
Phe Val Lys lie Leu Asn Ser 
20 



(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

Met Gly lie Gly Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala 
15 10 15 

Phe Val Lys lie Leu Asn Ser 
20 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 



(ix) FEATURE: 

(A) NAME /KEY: CDS 

(B) LOCATION: 1. .66 

(ix) FEATURE: 

(A) NAME / ICE Y : mat_peptide 

(B) LOCATION: 1. .66 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

ATG AAG ATC GCC GGA AAG ATA GCA AAG ATT GCG GGG AAA ATC GCG AAG 4 8 

Met Lys lie Ala Gly Lys lie Ala Lys lie Ala Gly Lys lie Ala Lys 
15 10 15 



ATC GCT GGC AAA ATC GCG TAA 
lie Ala Gly Lys lie Ala 
20 



69 



-5- 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Met Lys lie Ala Gly Lys lie Ala Lys lie Ala Gly Lys lie Ala Lys 
15 10 15 

lie Ala Gly Lys lie Ala 
20 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 81 

(ix) FEATURE: 

(A) NAME / KEY : mat_peptide 

(B) LOCATION: 1..81 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 12 : 

ATG AAG AGG AAG CGT GCA GTT AAG AGG GTG GGA CGT CGA TTG AAG CTT 4 8 

Met Lys Arg Lys Arg Ala Val Lys Arg Val Gly Arg Arg Leu Lys Leu 
15 10 15 

GCA AGA AAG ATC GCA AGG CTC GGT GTG GCT TTC TAA 84 
Ala Arg Lys lie Ala Arg Leu Gly Val Ala Phe 
20 25 



(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

Met Lys Arg Lys Arg Ala Val Lys Arg Val Gly Arg Arg Leu Lys Leu 
15 10 15 



Ala Arg Lys lie Ala Arg Leu Gly Val Ala Phe 
20 25 
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(2) INFORMATION FOR SEQ ID NO : 14 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 117 

(ix) FEATURE: 

(A) NAME / KEY : mat_peptide 

(B) LOCATION: 1 . . 117 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

ATG CTT CTC GCT ATT GCC TTC TTG GCA TCA GTT TGC GTG TCT TCC ATG 4 8 

Met Leu Leu Ala lie Ala Phe Leu Ala Ser Val Cys Val Ser Ser Met 
15 10 15 

GGC ATC GGA AAG TTC CTT CAC AGT GCA AAG AAG TTC GGA AAG GCC TTC 96 
Gly lie Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala Phe 
20 25 30 

GTG GGT GAG ATC ATG AAC AGT TAA 12 0 

Val Gly Glu lie Met Asn Ser 
35 



(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:15: 

Met Leu Leu Ala lie Ala Phe Leu Ala Ser Val Cys Val Ser Ser Met 
15 10 15 

Gly lie Gly Lys Phe Leu His Ser Ala Lys Lys Phe Gly Lys Ala Phe 
20 25 30 

Val Gly Glu lie Met Asn Ser 
35 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 108 



(ix) FEATURE: 

(A) NAME /KEY : mat_peptide 

(B) LOCATION: 1 . . 108 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

ATG CTT CTC GCT ATT GCC TTC TTG GCA TCA GTT TGC GTG TCT TCC GGA 4 8 

Met Leu Leu Ala lie Ala Phe Leu Ala Ser Val Cys Val Ser Ser Gly 
15 10 15 

ATG GCC TCT AAG GCA GGT GCT ATC GCC GGC AAA ATC GCG AAG GTG GCA 96 
Met Ala Ser Lys Ala Gly Ala lie Ala Gly Lys lie Ala Lys Val Ala 
20 25 30 

TTG AAG GCC CTT TAA HI 
Leu Lys Ala Leu 
35 



(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Met Leu Leu Ala He Ala Phe Leu Ala Ser Val Cys Val Ser Ser Gly 
15 10 15 

Met Ala Ser Lys Ala Gly Ala He Ala Gly Lys He Ala Lys Val Ala 
20 25 30 

Leu Lys Ala Leu 
35 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 117 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 114 

(ix) FEATURE: 

(A) NAME/KEY: mat__j>eptide 

(B) LOCATION: 1..114 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

ATG CTT CTC GCT ATT GCC TTC TTG GCA TCA GTT TGC GTG TCT TCC ATG 4 8 

Met Leu Leu Ala He Ala Phe Leu Ala Ser Val Cys Val Ser Ser Met 
15 10 15 



* * 
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GGA ATC GGC AAG TTC CTC AAG AGC GCA AAG AAG TTT GGC AAG GCC TTC 96 
Gly He Gly Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala Phe 
20 25 30 

GTG AAG ATC CTG AAC TCC TAA 117 
Val Lys He Leu Asn Ser 
35 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 8 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Met Leu Leu Ala He Ala Phe Leu Ala Ser Val Cys Val Ser Ser Met 
15 10 15 

Gly He Gly Lys Phe Leu Lys Ser Ala Lys Lys Phe Gly Lys Ala Phe 
20 25 30 

Val Lys He Leu Asn Ser 
35 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 



(ix) FEATURE: 

(A) NAME / KEY : CDS 

(B) LOCATION: 1 . . 108 

(ix) FEATURE: 

(A) NAME/KEY: mat_peptide 

(B) LOCATION: 1..108 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

ATG CTT CTC GCT ATT GCC TTC TTG GCA TCA GTT TGC GTG TCT TCC AAG 48 
Met Leu Leu Ala He Ala Phe Leu Ala Ser Val Cys Val Ser Ser Lys 
15 10 15 

ATC GCC GGA AAG ATA GCA AAG ATT GCG GGG AAA ATC GCG AAG ATC GCT 96 
He Ala Gly Lys He Ala Lys He Ala Gly Lys He Ala Lys He Ala 
20 25 30 

GGC AAA ATC GCG TAA 111 
Gly Lys He Ala 
35 
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(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

Met Leu Leu Ala lie Ala Phe Leu Ala Ser Val Cys Val Ser Ser Lys 
15 10 15 

lie Ala Gly Lys lie Ala Lys lie Ala Gly Lys lie Ala Lys lie Ala 
20 25 30 

Gly Lys lie Ala 
35 

(2) INFORMATION FOR SEQ ID NO: 22: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ix) FEATURE: 

(A) NAME / KEY : CDS 

(B) LOCATION: 1..126 

(ix) FEATURE: 

(A) NAME / KEY : mat_peptide 

(B) LOCATION: 1..126 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 

ATG CTT CTC GCT ATT GCC TTC TTG GCA TCA GTT TGC GTG TCT TCC AAG 4 8 

Met Leu Leu Ala lie Ala Phe Leu Ala Ser Val Cys Val Ser Ser Lys 
15 10 15 

AGG AAG CGT GCA GTT AAG AGG GTG GGA CGT CGA TTG AAG AAG CTT GCA 96 
Arg Lys Arg Ala Val Lys Arg Val Gly Arg Arg Leu Lys Lys Leu Ala 
20 25 30 

AGA AAG ATC GCA AGG CTC GGT GTG GCT TTC TAA 12 9 

Arg Lys lie Ala Arg Leu Gly Val Ala Phe 
35 40 



(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



• - • 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 

Met Leu Leu Ala lie Ala Phe Leu Ala Ser Val Cys Val Ser Ser Lys 
1 5 10 15 

Arg Lys Arg Ala Val Lys Arg Val Gly Arg Arg Leu Lys Lys Leu Ala 
20 25 30 

Arg Lys lie Ala Arg Leu Gly Val Ala Phe 
35 40 



